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pMPN Vector Sequence
(Spectinomycin-resistant)

CTGCAGAACACGCAGCTAGATTAACCCTAGAAAGATAATCATATTGTGACGTACGTTAAAGATAATCATGCGTAAAATTGACGCATG
TGTTTTATCGGTCTGTATATCGAGGTTTATTTATTAATTTGAATAGATATTAAGTTTTATTATATTTACACTTACATACTAATAATA
AATTCAACAAACAATTTATTTATGTTTATTTATTTATTAAAAAAAAACAAAAACTCAAAATTTCTTCTATAAAGTAACAAAACTERIE
BBGAGGGACAGCCCCCCCCCAAAGCCCCCAGGGATGTAATTACGTCCCTCCCCCGCTAGGGGGCAGCAGCGAGCCGCCCGGGGCTCC
GCTCCGGTCCGGCGCTCCCCCCGCATCCCCGAGCCGGCAGCGTGCGGGGACAGCCCGGGCACGGGGAAGGTGGCACGGGATCGCTTT
CCTCTGAACGCTTCTCGCTGCTCTTTGAGCCTGCAGACACCTGGGGGGATACGGGGAAAAGGCCTCCACGGCCAGACTAGAgcgcag
caccatggcctgaaataacctctgaaagaggaacttggttaggtaccttctgaggcggaaagaaccagctgtggaatgtgtgtcagt
tagggtgtggaaagtccccaggctccccagcaggcagaagtatgcaaagcatgcatctcaattagtcagcaaccaggtgtggaaagt
ccccaggctccccagcaggcagaagtatgcaaagcatgcatctcaattagtcagcaaccatagtcccgecccctaactccgeccatcc
cgcccctaactccgcccagttccgeccattctccgecccatggctgactaattttttttatttatgcagaggccgaggeccgectcgg
cctctgagctattccagaagtagtgaggaggcttttttggaggcctaggcttttgcaaaaagcttgattcttctgacacaacagtct
cgaacttaaggctagagccaccTTGAACAAGATGGATTGCACGCAGGTTCTCCGGCCGCTTGGGTGGAGAGGCTATTCGGCTA
TGACTGGGCACAACAGACAATCGGCTGCTCTGATGCCGCCGTGTTCCGGCTGTCAGCGCAGGGGCGCCCGGTTCTTTTTGTCAAGAC
CGACCTGTCCGGTGCCCTGAATGAACTGCAGGACGAGGCAGCGCGGCTATCGTGGCTGGCCACGACGGGCGTTCCTTGCGCAGCTGT
GCTCGACGTTGTCACTGAAGCGGGAAGGGACTGGCTGCTATTGGGCGAAGTGCCGGGGCAGGATCTCCTGTCATCTCACCTTGCTCC
TGCCGAGAAAGTATCCATCATGGCTGATGCAATGCGGCGGCTGCATACGCTTGATCCGGCTACCTGCCCATTCGACCACCAAGCGAA
ACATCGCATCGAGCGAGCACGTACTCGGATGGAAGCCGGTCTTGTCGATCAGGATGATCTGGACGAAGAGCATCAGGGGCTCGCGCC
AGCCGAACTGTTCGCCAGGCTCAAGGCGCGCATGCCCGACGGCGAGGATCTCGTCGTGACCCATGGCGATGCCTGCTTGCCGAATAT
CATGGTGGAAAATGGCCGCTTTTCTGGATTCATCGACTGTGGCCGGCTGGGTGTGGCGGACCGCTATCAGGACATAGCGTTGGCTAC
CCGTGATATTGCTGAAGAGCTTGGCGGCGAATGGGCTGACCGCTTCCTCGTGCTTTACGGTATCGCCGCTCCCGATTCGCAGCGCAT
CGCCTTCTATCGCCTTCTTGACGAGTTCTTCgcgggactctggggttcgaaatgaccgaccaagcgacgcccaacctgccatca
cgatggccgcaataaaatatctttattttcattacatctgtgtgttggttttttgtgtgaGCGCCCGCCTCCGCGTGCCCCGTCAGTGGE
CAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACCGGTGCCTAGAGAAGGTGGCGCGGGGTAA
ACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCCGTGAACG
TTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGLCCT
ACCTGAGGCCGCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTA
AGTTTAAAGCTCAGGTCGAGACCGGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTG
ACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTTTCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTAC
GTACTGGATCCGGCGCGCCGTTAACATCGATAAGCTTCCGCGGTTAATTAAAGCGCTagatctGAATTCGTCGACTGTACAACGCGT
GTTTAAACTTCGAATCTAGATACGTACATATGATTTAAATEATCTAACTAACTAAACTTGTTTATTGCANCTTATAATGGTTACAAA
TAAAGCAATAGCATCACAAATTTCACAAATAAAGCATTTTTTTCACTGCATTCTAGTIEIBEH TTGTCCAAACTCATCAATGTATCT
TATCATGTCTGGAATGACTCAAATGATGTCAATTAGTCTATCAGAAGCTCATCTGGTCTCCCTTCCGGGGGACAAGACATCCCTGTT
TAATATTTAAACAGCAGTGTTCCCAAACTGGGTTCTTATATCCCTTGCTCTGGTCAACCAGGTTGCAGGGTTTCCTGTCCTCACAGG
AACGAAGTCCCTAAAGAAACAGTGGCAGCCAGGTTTAGCCCCGGAATTGACTGGATTCCTTTTTTAGGGCCCATTGGTATGGCTTTT
TCCCCGTATCCCCCCAGGTGTCTGCAGGCTCAAAGAGCAGCGAGAAGCGTTCAGAGGAAAGCGATCCCGTGCCACCTTCCCCGTGCC
CGGGCTGTCCCCGCACGCTGCCGGCTCGGGGATGCGGGGGGAGCGCCGGACCGGAGCGGAGCCCCGGGCGGCTCGCTGCTGCCCCCT
AGCGGGGGAGGGACGTAATTACATCCCTGGGGGCTTTGGGGGGGGGCTGTCCCEMMIETATAACAAGAAAATATATATATAATAA
GTTATCACGTAAGTAGAACATGAAATAACAATATAATTATCGTATGAGTTAAATCTTAAAAGTCACGTAAAAGATAATCATGCGTCA
TTTTGACTCACGCGGTCGTTATAGTTCAAAATCAGTGACACTTACCGCATTGACAAGCACGCCTCACGGGAGCTCCAAGCGGCGACT
GAGATGTCCTAAATGCACAGCGACGGATTCGCGCTATTTAGAAAGAGAGAGCAATATTTCAAGAATGCATGCGTCAATTTTACGCAG
ACTATCTTICTAGGGTTAATCTAGCTGCATCAGGATCATATCGTCGGGTCTTTTTTCATCGCCCAAGCTGGCGCTATCTGGGCATCG
GGGAGGAAGAAGCCCGTGCCTTTTCCCGCGAGGTTGAAGCGGCATGGAAAGAGTTTGCCGAGGATGACTGCTGCTGCATTGACGTTG
AGCGAAAACGCACGTTTACCATGATGATTCGGGAAGGTGTGGCCATGCACGCCTTTAACGGTGAACTGTTCGTTCAGGCCACCTGGG
ATACCAGTTCGTCGCGGCTTTTCCGGACACAGTTCCGGATGGTCAGCCCGAAGCGCATCAGCAACCCGAACAATACCGGCGACAGCC
GGAACTGCCGTGCCGGTGTGCAGATTAATGACAGCGGTGCGGCGCTGGGATATTACGTCAGCGAGGACGGGTATCCTGGCTGGATGC
CGCAGAAATGGACATGGATACCCCGTGAGTTACCCGGCGGGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTG
TTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATT
AATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGGCCAACGCGCGGGGAGAGG
CGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCA
CTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAA
CCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTG
GCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTAC
CGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGT
TCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCC
GGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTT
GAAGTGGTGGCCTAACTACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGT
TGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGG
ATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAGATT
ATCAAAAAGGATCTTCACCTAGATCCTTTTAAATTAAAAATGAAGTTTTAAATCAATCTAAAGTATATATGAGTAAACTTGGTCTGA




CAGTTACCAATGCTTAATCAGTGAGGCACCTATCTCAGCGATCTGTCTATTTCGTTCATCCATAGTTGCCTGACTCCCCGTCGTGTA
GATAACTACGATACGGGAGGGCTTACCATCTGGCCCCAGTGCTGCAATGATACCGCGAGACCCACGCTCACCGGCTCCAGATTTATC
AGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTTATCCGCCTCCATCCAGTCTATTAATTGTTGCCG
GGAAGCTAGAGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTACAGGCATCGTGGTGTCACGCTCGTCGTT
TGGTATGGCTTCATTCAGCTCCGGTTCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGCGGTTAGCTCCTT
CGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGCCGCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCAT
GCCATCCGTAAGATGCTTTTCTGTGACTGGTGEBIIGTACCAGCCAGGACAGAAATGCCTCGACTTCGCTGCTACCCAAGGTTGCCGG
GTGACGCACACCGTGGAAACGGATGAAGGCACGAACCCAGTGGACATAAGCCTGTTCGGTTCGTAAGCTGTAATGCAAGTAGCGTEﬂ
ECGCTCACGCAACTGGTCCAGAACCTTGACCGAACGCAGCGGTGGTAACGGCGCAGTGGCGGTTTTCATGGCTTGTTATGACTGTTT
TTTTGGGGTACAGTCTATGCCTCGGGCATCCAAGCAGCAAGCGCGTTACGCCGTGGGTCGATGTTTGATGTTATGGAGCAGCAACGA
TGTTACGCAGCAGGGCAGTCGCCCTAAAACAAAGTTAAACATTATGAGGGAAGCGGTGATCGCCGAAGTATCGACTCAACTATCAGA
GGTAGTTGGCGTCATCGAGCGCCATCTCGAACCGACGTTGCTGGCCGTACATTTGTACGGCTCCGCAGTGGATGGCGGCCTGAAGCC
ACACAGTGATATTGATTTGCTGGTTACGGTGACCGTAAGGCTTGATGAAACAACGCGGCGAGCTTTGATCAACGACCTTTTGGAAAC
TTCGGCTTCCCCTGGAGAGAGCGCAGATTCTCCGCGCTGTAGAAGTCACCATTGTTGTGCACGACGACATCATTCCGTGGCGTTATCC
AGCTAAGCGCGAACTGCAATTTGGAGAATGGCAGCGCAATGACATTCTTGCAGGTATCTTCGAGCCAGCCACGATCGACATTGATCT
GGCTATCTTGCTGACAAAAGCAAGAGAACATAGCGTTGCCTTGGTAGGTCCAGCGGCGGAGGAACTCTTTGATCCGGTTCCTGAACA
GGATCTATTTGAGGCGCTAAATGAAACCTTAACGCTATGGAACTCGCCGCCCGACTGGGCTGGCGATGAGCGAAATGTAGTGCTTAC
GTTGTCCCGCATTTGGTACAGCGCAGTAACCGGCAAAATCGCGCCGAAGGATGTCGCTGCCGACTGGGCAATGGAGCGCCTGCCGGL
CCAGTATCAGCCCGTCATACTTGAAGCTAGACAGGCTTATCTTGGACAAGAAGAAGATCGCTTGGCCTCGCGCGCAGATCAGTTGGA
AGAATTTGTCCACTACGTGAAAGGCGAGATCACCAAGGTAGTCGGCAAATAACCCTCGAG CCACCCA-C CAAAATCCCTTAACGT
GAGTTA

Unique enzymes in pMPN:

Acc 1 (1) 2508
BsiW 1 C~GTAC,G 51 Acc65 1 (2) 565 2431
Spl 1 C~GTAC,G 51 Aci | (86) 315 336 348 370
BseR 1 GAGGAG 16/14 911 393 578 763 775
Avr 11 C~CTAG,G 915 784 796 806 817
AFI 11 CTTAA,G 963 863 1018 1081 1175
Tthlll 1 GACN™N,NGTC 1227 1239 1340 1343 1583
Bsp1286 1 G,DGCH™C 1412 1623 1628 1678 1694
Not 1 GC~GGCC,GC 1890 1720 1776 1835 1889
Mun 1 CTAATT,G 1965 1893 1994 2031 2111
Age 1 ATCCGG,T 1972 2167 2170 2185 2216
Nhe 1 G CTAG,C 2130 2223 2250 2475 2477
Bsu36 1 CC™TNA, GG 2179 3057 3080 3102 3114
Sca | AGT|ACT 2439 3135 3319 3352 3386
BamH 1 G™GATC,C 2443 3594 3607 3756 3863
Asc | GG~CGCG,CC 2450 3868 3916 3953 4008
Hpa 1 GTT|AAC 2459 4111 4167 4177 4201
Cla 1 AT CG,AT 2464 4244 4251 4272 4363
Sac 11 CC,GC"GG 2478 4391 4518 4537 4658
Pac 1 TTA,AT TAA 2485 4768 4903 4912 5274
Afe 1 AGC|GCT 2491 5365 5556 5602 5869
Eco47 111 AGC|GCT 2491 5889 6057 6154 6166
Bgl 11 ATGATC,T 2495 6233 6296 6492 6495
EcoR 1 G~AATT,C 2501 6573 6620
Sal 1 G TCGA,C 2507 Afe 1 1) 2491
Acc 1 GT MK,AC 2508 Afl 11 () 963
BsrG 1 T GTAC,A 2513 Afl 111 () 2519 4318
MIu 1 A~CGCG,T 2519 Age | @ 1972
Pme 1 CTTT]AAAC 2528 Aha 11 4) 1109 1811 2423 6100
Xba 1 T CTAG,A 2539 Ahd 1 (1) 5211

Alu 1 (31) 16 591 879 933
Nde 1 CA"TA,TG 2552 1215 1673 2124 2130
Swa 1 ATTT]AAAT 2560 2134 2272 2413 2471
Eco0109 1 RG™GNC,CY 2939 2745 3379 3505 3548
Bsp120 1 G GGCC,C 2939 3983 4078 4142 4260
Apa 1 G,GGCC™C 2943 4486 4576 4622 4879
EcoR V GAT|ATC 3190 5400 5500 5563 5810
Sac 1 G,AGCT"C 3381 6240 6354 6726
AIwN 1 CAG,NNN"CTG 4734 Alw 1 a7) 434 1287 1354 1533
HgiE 11 ACCNNNNNNGGT -1/134897 2401 2439 2450 3017
BspH 1 T CATG,A 5038 3521 4880 4966 4966
Ahd 1 GACNN,NNNGTC 5211 5063 5064 5528 6505
BstE 11 G GTNAC,C 6206 6534
Bcl 1 T GATC,A 6244 AIwN 1 (1) 4734
Blp 1 GC~TNA,GC 6355 Apa 1 (1) 2943
Esp 1 GC~TNA,GC 6355 ApaL 1 (2) 4632 6321
PaeR7 1 C TCGA,G 6842 Apo 1 o) 175 233 2501 2629
Xho 1 C TCGA,G 6842 6789
Number of enzymes = 47 Asc 1 ) 2450

Ase 1 ) 122 3854 4089 4148
The following enzymes do not cut in pMPN: 5383

Asp718 (2) 565 2431
Aat 11 Bbs 1 Bbv 11 BsaB 1 BsmB 1 Ava | (10) 339 377 403 1939
Bst1107 1 Eco72 1 Fse 1 Nru 1 PFIM 1 2041 3045 3071 3109
PmlI 1 PpuM 1 Spe 1 Xca 1 Xcm 1 5938 6842

Ava 11 (7) 355 1625 3094 5349

pMPN: sites sorted by name: 5571 5845 6486
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Nsi |1
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Ple 1
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Psp1406 1
PspA 1
Pst 1
Pvu 1
Pvu 11
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Rsr 11
Sac 1
Sac 11
Sal 1
Sap 1
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Sfc 1

Sfi 1
Sma 1
SnaB |
Sph
Spl
Srf
Ssp
Stu
Sty

Swa 1
Taq 1

Tfi

Tsp45 |

Tthlll 1
Tthlll 11

vsp |
Xba 1

Xho 1
Xho 11

Xma 1
Xma 111
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Site usage in pMPN:

Aat 11
Acc65 |
Afe 1
AFL 111
Aha 11
Alu 1
AlwN 1
ApaL 1
Asc |
Asp718
Ava 11
BamH 1
Ban 11
Bbs 1
Bbv 11
Ben |
Bgl 1
Blp 1
Bsa |
BsaB 1|
BsaJ 1
BseR |
BsiC 1
BsiHKA 1
Bsm 1
BsmB |
BsoF 1
Bsp1286 |
BspM 1
Bsr 1
BsrD 1
BssH 11
Bst1107 |
BstE 11
BstU 1
Bsty 1
Cac8 |
Cla 1

Dde 1
Dpnil

Dra 111
Dsa |

Eag |
Eco47 111
Eco72 1
Eco0109 1|
EcoR 11
Ehe 1
Fnu4H 1
Fse 1

Gdi 11
Hae 1

Hae 111
HgiA 1
Hha 1
Hind 11
Hinf 1
HinP 1

G,ACGT™C

G GTAC,C
AGC|GCT
ACRYG,T
GR™CG,YC
AG|CT
CAG,NNN"CTG
G TGCA,C
GG"CGCG,CC
G GTAC,C

G 6WC,C

G GATC,C
G,RGCY™C
GAAGAC 8/12
GAAGAC 7/11
CC,S GG
GCCN, NNN>NGGC
GC TNA,GC
GGTCTC 7/11
GATNN|NNATC
C CNNG,G
GAGGAG 16/14
TT°CG,AA
G,WGCW™C
GAATG,C 7
CGTCTC 7/11
GC™N,GC
G,DGCH™C
ACCTGC 10/14
ACT,GG™
GCAATG, 8
G>CGCG,C
GTA|TAC

G GTNAC,C
CGICG
R™GATC, Y
GCNNGC
ATCG,AT
CTNA,G
“GATC,
CAC,NNN"GTG
C CRYG,G

€ GGCC,G
AGC|GCT
CAC|GTG

RG GNC,CY
~CCWGG,
GGCGCC
GC™N,GC
6G,CCGG™CC
“YGGC,CG
WGG | CCW
GG|CC
G,WGCW™C
6,C6°C
GTY|RAC

G ANT,C
6°CG,C
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3047
3449
914
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1438
2279
4418
6106
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1594
3420
6290
1229
3341
6206
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4916

3854

1526
4959
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Acc
Aci
Afl
Age
Ahd
Alw
Apa
Apo
Ase
Ava
Avr
Ban
Bbe
Bbv
Bcl
Bfa
Bgl
Bpm
BsaA
BsaH
BsaW
Bsg
BsiE
BsiW
BsmA
BsmF

Bsp120 1

BspH
BspM
BsrB
BsrG
BssS
BstB
BstN
BstX

Bsu36 1
Cfr1o 1

Csp6
Dpn
Dra
Drd
Eae
Ear

Eco57 1

EcoN
EcoR
EcoR
Esp
Fok
Fsp
Gsu
Hae
Hoga
HgiE
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C TCGT,G
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CTGGAG 21/19
R,GCGC™Y
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GTY|RAC

AAGCT,T

GR™CG,YC

GTT|AAC
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Pvu 1
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Sfc
Sma
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Pvu 11
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Sap |
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SnaB |1
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