Vector: pMT7AC3B-P2A (MOLab T7IRES2-Active hCASP3-BiFP-P2A vector)

Antibiotic Selection: Kan

Creator(s): Na Ni @ Molecular Oncology Lab of The University of Chicago
Medical Center

Date of Construction: November 2020

(133) BsStEII BstBI (i61)
_EcoRI (153
(4316) RsrIl | B l-scel (177
~—  ———BsgI 57}
———Sall (215
~AatlII zie)

" Apal (z60)
TAVIII (394)

ta0z4) NmeAIIl

(3906) Pvull

(3902) FspI

) . —_ BglI (545
TPmII (559

———Kpnl a8
3706) Eagl

\ _ ~BamHI (s33)

_———Pmll ¢1038)

pMT7AC3B-P2A
4485 bp

—Stul (1243
ff  Hpal (1zs4)

= Kpnl (1358
Pwvul (1363)

(3031) ApaLl

Apal (1541)

U stul (1785)
Sacll 1792y
XhoI (1561

z466) Ndel 'NsiI (1932)

2435 EcoRV ~ / | | Xmal (2059
2430y Xbal \ Smal (z056)
(2424 I-Scel Hpal (z061)

Spel (2185
IRES2-Gene-Linker
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pMT7AC3B-P2A Full-length Sequence

GGAAACAGCTATGACCATGATTACGCCAAGCTCGAAATTACCCTCACTAAAGGGAACAAAAGCTGGTACGAGGACAGGCTGG
AGCCATGGGCATGGCTACTCAAGCTGATTTGATGGAGTTGGACATGGCCATGGCTGGTGACCACGTCGTGGAATGCCTTCGA
ATTCTAGGGATAACAGGGTAATGTCGAAATTCAGCACCTGCACATGGGACGTCCACHARNTACCACTCACTATACCOAGE C c c
tctcccteccceccececcecctaacgttactggeccgaagececgcttggaataaggeccggtgtgegtttgtectatatgttattttcecea
ccatattgccgtcttttggcaatgtgagggcccggaaacctggceccctgtcecttcecttgacgagecattcecctaggggtcecttteccecee
tctcgccaaaggaatgcaaggtctgttgaatgtcgtgaaggaagcagttcectctggaagettcecttgaagacaaacaacgtcet
gtagcgaccctttgcaggcagcggaaccccccacctggecgacaggtgcctectgecggeccaaaagccacgtgtataagatacac
ctgcaaaggcggcacaaccccagtgccacgttgtgagttggatagttgtggaaagagtcaaatggctctcctcaagegtatt
caacaaggggctgaaggatgcccagaaggtaccccattgtatgggatctgatctggggecctcggtcacatgcectttacatgtyg
tttagtcgaggttaaaaaaacgtctaggccccccgaaccacggggacgtggttttecctttgaaaaacacgatgataatatgg
ccacaachTGggcGGATCCGACTCTGGAATATCCCTGGACAACAGTTATAAAATGGATTATCCTGAGATGGGTTTATGTAT
AATAATTAATAATAAGAATTTTCATAAAAGCACTGGAATGACATCTCGGTCTGGTACAGATGTCGATGCAGCAAACCTCAGG
GAAACATTCAGAAACTTGAAATATGAAGTCAGGAATAAAAATGATCTTACACGTGAAGAAATTGTGGAATTGATGCGTGATG
TTTCTAAAGAAGATCACAGCAAAAGGAGCAGTTTTGTTTGTGTGCTTCTGAGCCATGGTGAAGAAGGAATAATTTTTGGAAC
AAATGGACCTGTTGACCTGAAAAAAATAACAAACTTTTTCAGAGGGGATCGTTGTAGAAGTCTAACTGGAAAACCCAAACTT
TTCATTATTCAGGCCTGCCGTGGTACAGAACTGGACTGTGGCATTGAGACAGTTAACggaagcggagctactaacttcagcec
tgctgaagcaggctggagacgtggaggagaaccctggacctggtaccCGATcgatggtggagaaattcgtgggaacctggaa
aatcgcagacagtcataactttggagagtacctgaaggcaatcggagcccctaaggaactgtctgacggcggagatgceccacc
acaccaaccctgtacatcagccagaaggacggagataaaatgacagtgaagattgagaacgggccccctacattcectggaca
ctcaggtgaagttcaaactgggcgaggagttcgacgagtttcccagcgataggagaaagggggtgaaatccgtggtcaatcet
ggtcggcgaaaagctggtgtacgtccagaaatgggacggcaaggagactacctatgtgcgggaaatcaaggatggaaaactyg
gtcgtgaccctgacaatgggagatgtggtggcagtgcggagttacagacgggctacagaaaggCCTCCGCGGggcteccggeyg
ccaccaacttctccctgctgaagcaggeccggecgacgtggaggagaaccccggccccCTCGAGGACAGTGGTGTTGATGATGA
CATGGCGTGTCATAAAATACCAGTGGAGGCCGACTTCTTGTATGCATACTCCACAGCACCTGGTTATTATTCTTGGCGAAAT
TCAAAGGATGGCTCCTGGTTCATCCAGTCGCTTTGTGCCATGCTGAAACAGTATGCCGACAAGCTTGAATTTATGCACATTC
TTACCCGGGTTAACCGAAAGGTGGCAACAGAATTTGAGTCCTTTTCCTTTGACGCTACTTTTCATGCAAAGAAACAGATTCC
ATGTATTGTTTCCATGCTCACAAAAGAACTCTATTTTTATCACTAAACTAGT cctcgactgtgeccttctagttgeccageccat
ctgttgtttgcccctccecececgtgcecttecttgaccctggaaggtgceccactecccecactgtectttecctaataaaatgaggaaat
tgcatcgcattgtctgagtaggtgtcattctattctggggggtggggtggggcaggacagcaagggggaggattgggaagac
aatagcaggcatgctggggat AAGCTTATTACCCTGTTATCCCTATCTAGAGATATCAGCTTTTAAATAAGGAGGAATAACA
TATGACCATGATTACGCCAAGCTCCAATTCGCCCTATAGTGAGTCGTATTACAATTCACTGGCCGTCGTTTTACTATGCGGT
GTGAAATACCGCACAGATGCGTAAGGAGAAAATACCGCATCAGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGCTC
GGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGA
AAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCC
CCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCC
CCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGC
GTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAAC
CCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACT
GGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTAC
GGCTACACTAGAAGGACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGAT
CCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGA
AGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAGATTATCA
AAAAGGATCTTCACCTAGATCCTTTTAAATTAAAAATGAAGTTTTAAATCAATCTAAAGTATATATGAGTAAACTTGGTCTG
ACAGTTACCAATGCTTAATCAGTGAGGCACCTATCTCAGCGATCTGTCTATTTCGTTCATCCATAGTTGCCTGACTCCCCGT
CATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATATGATTGAACAAGATGGATTGCACG
CAGGTTCTCCGGCCGCTTGGGTGGAGAGGCTATTCGGCTATGACTGGGCACAACAGACAATCGGCTGCTCTGATGCCGCCGT
GTTCCGGCTGTCAGCGCAGGGGCGCCCGGTTCTTTTTGTCAAGACCGACCTGTCCGGTGCCCTGAATGAACTGCAAGACGAG
GCAGCGCGGCTATCGTGGCTGGCCACGACGGGCGTTCCTTGCGCAGCTGTGCTCGACGTTGTCACTGAAGCGGGAAGGGACT
GGCTGCTATTGGGCGAAGTGCCGGGGCAGGATCTCCTGTCATCTCACCTTGCTCCTGCCGAGAAAGTATCCATCATGGCTGA
TGCAATGCGGCGGCTGCATACGCTTGATCCGGCTACCTGCCCATTCGACCACCAAGCGAAACATCGCATCGAGCGAGCACGT
ACTCGGATGGAAGCCGGTCTTGTCGATCAGGATGATCTGGACGAAGAGCATCAGGGGCTCGCGCCAGCCGAACTGTTCGCCA
GGCTCAAGGCGAGCATGCCCGACGGCGAGGATCTCGTCGTGACCCATGGCGATGCCTGCTTGCCGAATATCATGGTGGAAAA
TGGCCGCTTTTCTGGATTCATCGACTGTGGCCGGCTGGGTGTGGCGGACCGCTATCAGGACATAGCGTTGGCTACCCGTGAT
ATTGCTGAAGAGCTTGGCGGCGAATGGGCTGACCGCTTCCTCGTGCTTTACGGTATCGCCGCTCCCGATTCGCAGCGCATCG
CCTTCTATCGCCTTCTTGACGAGTTCTTCTGACCTTTCGTCTTCAAGaatt
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CTTAAG

ACCGGT

GGCGCGCC

GCGATCGC

CCTCAGC

NN (N) 10CGA (N) 6TGC (N) 10NN
TGATCA

AGATCT

GCTNAGC

GCTAGC

CCTNAGC

GATNNNNATC

CGTACG

TCCGGA

GCGCGC

GCANNNNNTGC

GTATAC

NN (N) 11CAA (N) 5GTGG (N) 10NN
GAGCTC
CCTNNNNNAGG
GGCCGGCC
CAATTG
ACGCGT
GCTAGC
GCGGCCGC
TCGCGA
TTAATTAA
GTTTAAAC
RGGWCCY
GACNNNNGTC
CTGCAG
GAGCTC
CCTGCAGG
AGTACT
GGCCNNNNNGGCC
CRCCGGYG
TACGTA
GCCCGGGC
AATATT
ATTTAAAT
CCANNNNNNNNNTGG



