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IRES2-Gene-Linker

IRES2--acaacdatg ggc GGATCC CCCGGG ACGCGT GCGCGC GITAAC gga agc gga--P2A



pMT7-P2A Full-length Sequence

GGAAACAGCTATGACCATGATTACGCCAAGCTCGAAATTACCCTCACTAAAGGGAACAAAAGCTGGTACGAGGACAGGCTGG
AGCCATGGGCATGGCTACTCAAGCTGATTTGATGGAGTTGGACATGGCCATGGCTGGTGACCACGTCGTGGAATGCCTTCGA
ATTCTAGGGATAACAGGGTAATGTCGAAATTCAGCACCTGCACATGGGACGTCCACHARTACCACTCACTATACCOAGH c c c
tctceccteccececcececctaacgttactggeccgaagecgecttggaataaggeccggtgtgegtttgtectatatgttattttcecea
ccatattgccgtcttttggcaatgtgagggcccggaaacctggceccctgtcecttecttgacgagecattcecctaggggtcetttecceccee
tctcgccaaaggaatgcaaggtctgttgaatgtcgtgaaggaagcagttcctectggaagcttecttgaagacaaacaacgtcet
gtagcgaccctttgcaggcagcggaaccccccacctggecgacaggtgcecctectgecggeccaaaagccacgtgtataagatacac
ctgcaaaggcggcacaaccccagtgccacgttgtgagttggatagttgtggaaagagtcaaatggctctecctcaagecgtatt
caacaaggggctgaaggatgcccagaaggtaccccattgtatgggatctgatctggggectcggtcacatgetttacatgtyg
tttagtcgaggttaaaaaaacgtctaggccccccgaaccacggggacgtggttttcecctttgaaaaacacgatgataatatgg
ccacaacdatgggCGGATCCCCCGGGACGCGTGCGCGCGTTAAngaagcggagctactaacttcagcctgctgaagcaggc
tggagacgtggaggagaaccctggacctggtaccCGATCGAATATTggatctggcgccaccaacttttcecctectgaaacag
gctggcgatgtcgaagaaaatcccggeccctATGCATAGGCCTCCGCGGggcteccggecgeccaccaacttecteecctgectgaage
aggccggcgacgtggaggagaaccccggccccCTCCGAGAGTACTATCGATACTAGTcctecgactgtgecttctagttgeccag
ccatctgttgtttgcccctecceccecgtgecttecttgaccctggaaggtgeccactcccactgtcectttectaataaaatgagg
aaattgcatcgcattgtctgagtaggtgtcattctattctggggggtggggtggggcaggacagcaagggggaggattggga
agacaatagcaggcatgctggggatAAGCTTATTACCCTGTTATCCCTATCTAGAGATATCAGCTTTTAAATAAGGAGGAAT
AACATATGACCATGATTACGCCAAGCTCCAATTCGCCCTATAGTGAGTCGTATTACAATTCACTGGCCGTCGTTTTACTATG
CGGTGTGAAATACCGCACAGATGCGTAAGGAGAAAATACCGCATCAGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGC
GCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGATAACGC
AGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTC
CGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGT
TTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGG
AAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCAC
GAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGC
CACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAA
CTACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCT
TGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTC
AAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAGATT
ATCAAAAAGGATCTTCACCTAGATCCTTTTAAATTAAAAATGAAGTTTTAAATCAATCTAAAGTATATATGAGTAAACTTGG
TCTGACAGTTACCAATGCTTAATCAGTGAGGCACCTATCTCAGCGATCTGTCTATTTCGTTCATCCATAGTTGCCTGACTCC
CCGTCATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATATGATTGAACAAGATGGATTG
CACGCAGGTTCTCCGGCCGCTTGGGTGGAGAGGCTATTCGGCTATGACTGGGCACAACAGACAATCGGCTGCTCTGATGCCG
CCGTGTTCCGGCTGTCAGCGCAGGGGCGCCCGGTTCTTTTTGTCAAGACCGACCTGTCCGGTGCCCTGAATGAACTGCAAGA
CGAGGCAGCGCGGCTATCGTGGCTGGCCACGACGGGCGTTCCTTGCGCAGCTGTGCTCGACGTTGTCACTGAAGCGGGAAGG
GACTGGCTGCTATTGGGCGAAGTGCCGGGGCAGGATCTCCTGTCATCTCACCTTGCTCCTGCCGAGAAAGTATCCATCATGG
CTGATGCAATGCGGCGGCTGCATACGCTTGATCCGGCTACCTGCCCATTCGACCACCAAGCGAAACATCGCATCGAGCGAGC
ACGTACTCGGATGGAAGCCGGTCTTGTCGATCAGGATGATCTGGACGAAGAGCATCAGGGGCTCGCGCCAGCCGAACTGTTC
GCCAGGCTCAAGGCGAGCATGCCCGACGGCGAGGATCTCGTCGTGACCCATGGCGATGCCTGCTTGCCGAATATCATGGTGG
AAAATGGCCGCTTTTCTGGATTCATCGACTGTGGCCGGCTGGGTGTGGCGGACCGCTATCAGGACATAGCGTTGGCTACCCG
TGATATTGCTGAAGAGCTTGGCGGCGAATGGGCTGACCGCTTCCTCGTGCTTTACGGTATCGCCGCTCCCGATTCGCAGCGC
ATCGCCTTCTATCGCCTTCTTGACGAGTTCTTCTGACCTTTCGTCTTCAAGaatt

Zero Cutters

# Enzyme Specificity 18 BsiWI CGTACG

1 Afel AGCGCT 19 BspEI TCCGGA

2 Af1II CTTAAG 20 BsrGI TGTACA

3 AgelI ACCGGT 21 BstAPI GCANNNNNTGC
4 AleI CACNNNNGTG 22 BstZl171I GTATAC

5 AscI GGCGCGCC 23 Bsu36I CCTNAGG

6 Asel ATTAAT 24 BtsI GCAGTGNN

7 AsiSI GCGATCGC 25 CspCI NN (N) 11CAA (N) 5GTGG (N) 10NN
8 Bael (N) 5 (N) LOACNNNNGTAYC (N) 7 (N) 5 26 Ecob53kI GAGCTC

9 BbvCI CCTCAGC 27 Fsel GGCCGGCC

10 Bcgl NN (N) 10CGA (N) 6TGC (N) 10NN 28 Mfel CAATTG

11 BclI TGATCA 29 NheI GCTAGC

12 BglII AGATCT 30 NotI GCGGCCGC

13 BlpI GCTNAGC 31 Nrul TCGCGA

14 BmtI GCTAGC 32 PacI TTAATTAA

15 BpulOI CCTNAGC 33 Pmel GTTTAAAC

16 BsaBI GATNNNNATC 34 PpuMI RGGWCCY
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BsaXI NNN (N) 9AC (N) 5CTCC (N) 7NNN 35 PshAI GACNNNNGTC
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